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Characterization of Structure and Genes of R Plasmid from Fish-Pathogenic Lactococcus garvieae

Ikuo HIRONO and Takashi AOKI

Laboratory of Genetics and Biochemistry, Tokyo University of Fisheries,
Konan 4-5-7, Minato-ku, Tokyo 108-8477, Japan

We characterized the structure and genes of R plasmid pSY8632 detected in fish-pathogenic Lactococcus garvieae.

This R plasmid encoded with resistance to erythromycin and tetracycline. The erythromycin resistance gene was

most identical to ermE gene originated from Staphylococcus aureus. The tetracycline resistance gene was most

identical to Lactococcus lactis tetS gene. We also found several genes which were homologue genes of R plasmids of

L. lactis or Streptococcus pyogenes. These results suggest that the origin of R plasmid pSY8632 is some of R plasmid

from Gram-positive bacteria.

au

B (£, BICES)

NVFEF =AYV, A=A T T FOFEBFHET
b, A4 N EDETFTEEDEMTL &5
,

& (WHHLE, HakpEkR)

KL AP BVOBREHETT, L L, itEz
FRENGEZI-FFTBERT T Z I FORENFIC
FORBELZIENDHDEHIETT, 5%, 61

T R O(ER MUFSEAIE, HEREK)

MEPADEr b ET,

R (i, HERER)

EM, TCiitM#E A Tan Bk THBZZ M5,
v FHKOMDO M NDIEDER EAShEHA
o

& (BHHLE, HakEKR)

v F ROt O MR N O it B S T O FRFE L A
bnhEthi,





